Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.039; wR factor = 0.131; data-to-parameter ratio = 11.5.
In the title compound, [Mn(N 3 ) 2 (C 6 H 6 N 4 ) 2 ], the Mn atom (site symmetry 1) is bonded to two azide ions and two bidentate biimidizole ligands, resulting in a slightly distorted octahedral MnN 6 geometry for the metal ion. In the crystal structure, N-HÁ Á ÁN hydrogen bonds help to consolidate the packing.
Related literature
For a related structure, see: Hester et al. (1997) .
Experimental
Crystal data [Mn(N 3 Symmetry codes: (i) Àx þ 3 2 ; Ày þ 1 2 ; Àz þ 1; (ii) x À 1 2 ; y À 1 2 ; z.
Data collection: APEX2 (Bruker, 2004) ; cell refinement: SAINT-Plus (Bruker, 2004) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
analogues. In this paper, we report the structure of the molecular title compound, (I), with the use of the 2,2'-biimidazole bridging ligand (Hester et al., 1997) .
As shown in Fig. 1 , the Mn ion in (I) occupies an inversion centre, and is hexacoordinated by six N atoms from two chelating ligands of H 2 bim (biimidizole; C 6 H 6 N 4 ) and two azide ions, showing a slightly distorted MnN 6 octahedral geometry (Table 1 ).
In the crystal of (I), N-H···N hydrogen bonds, one of which is bifurcated (Table 2) , help to consolidate the packing.
A mixture of manganese(II) perchlorate hexahydrate (1 mmol), 2,2'-biimidazoline (2 mmol) and Na 3 N 3 (2 mmol) in 20 ml ethanol was reflued for several hours. The cooled solution was filtered and the filtrate was kept in an ice box for about one week. Yellow blocks of (I) were obtained with a yield of 10%. Anal. Calc. for C 12 H 12 MnN 14 : C 35.35, H 2.95, N 48.12%;
Found: C 35.31, H 2.92, N 48.06%.
Refinement
The N-bound H atoms were located in a difference map and their positions were freely refined with U iso (H) = 1.2U eq (N).
The C-bound H atoms were placed in calculated positions (C-H = 0.93 Å) and refined as riding with U iso (H) = 1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. supplementary materials sup-6 Fig. 1 
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